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• Passive virological surveillance established in late 2009;

• Nasal swabs and lung tissue from clinically affected herds 

submitted by veterinary diagnostic laboratories; Sanger 

and/or Illumina-based NGS for subtype characterization 

and phylogenetic inference.

• Sampling network expanded to nine states (SC, RS, PR, SP, 

MG, MS, MT, GO, DF) across South, Southeast, and 

Midwest regions.



2024                                  2025

H1N1pdm; 19

H1N2; 5

H3N2; 3

mixed; 1

not sequenced; 46

H1N1pdm; 36

H1N2; 38

H1pdmN2; 3

H3N2; 17

mixed; 6

not sequenced; 30



HA – H1 Clade 1A.3.3.2 (pdm09-lineage)



HA – H1 Clade 1A.3.3.2 (pdm09-lineage)



HA - H1- 1B (pre-2009 human seasonal origin)

SIV - Brazil

1B2.3 (sequences from viruses collected in 2011-2023). Estimated human-

to-swine transmission: middle 2000s

1B2.4 (2011-2024). Estimated human-to-swine transmission: early 2000s

1B2.8 (2022-2024). Estimated human-to-swine transmission: not dated

1B2.6 (2019-2022). Estimated human-to-swine transmission: late 1980s



SIV - Brazil
HA – H3N2 

Three sequences (2023-2024)
Human-to-swine transmission:  
Dec2011-Nov2013
H3N2v (MS; Sep/2025)

Four sequences (2023)
 Human-to-swine transmission: February-
October/2022

52 sequences (2011-2025), 4 subclusters
Human-to-swine transmission: late 1990s



Detection of variant viruses: 2020-2023







Final notes
• The extensive genetic diversity observed in swIAV in Brazil was mainly influenced by 

successful incursions of human seasonal viruses into pigs.

• Related to IAVs that circulated in humans decades ago.

• IAVs derived from these earlier incursions have reassorted with H1N1pdm09 and 

continue to circulate in swine.

• 4 genetic clades of H1 viruses of the 1B lineage (1B.2.3, 1B.2.4, 1B.2.6, 1B2.8).

• 3 genetic clades of H3 viruses (1990.5, 2010.4, Other-human 2020).

• Not detected in any other country.

• Continued IAV surveillance is critical to detect novel strains and select representative 

vaccine strains to better control IAV in swine and to evaluate the risk that swine viruses 

pose to humans.
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