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• OFFLU AIV group’s major output 

OFFLU-WHO agreement signed in 2011 

further extended from 2014 – 2018 



 

 
Why? The periodic replacement of viruses contained in human 

influenza vaccines is necessary in order for the vaccines to be 

effective due to the constant evolving nature of influenza viruses, 

including those circulating and infecting humans. 

When? twice annually 

Who? representatives from: 

• WHO Collaborating Centres for influenza (CCs) of GISRS;  

• WHO Essential Regulatory Laboratories (ERLs) of GISRS; 

• National Influenza Centres and WHO H5 Reference Laboratories of 

GISRS;  

• WHO Collaborating Centre for Modelling, Evolution, and Control of 

Emerging Infectious Diseases; and  

• OIE/FAO Network of expertise on animal influenza (OFFLU). 
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• MAIN GOAL: to ensure that existing human candidate vaccine 

viruses (CVV) will protect against circulating strains. An online 

report summarizing the analysis and selection (if any) of new 

human CVVs and/or potency testing reagents is posted after 

each meeting.  

• HOW? Review global virus activity, genetic, and antigenic 

analyses for viruses circulating in previous 6-month period: 

– human seasonal viruses, and  

– viruses with zoonotic and pandemic potential 

• Selection of reference viruses and zoonotic CVVs where 

needed for human vaccines to ensure pandemic 

preparedness (NOTE: selection does not imply a 

recommendation for initiating manufacture) 
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http://www.who.int/influenza/vaccines/virus/recommendations/consultation201702/en/
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• OFFLU contributes specifically to the VCM Zoonotic online 

report; this report does not contain sensitive or confidential 

data that may have been shared for analysis 

• Changes in the genetic and antigenic characteristics of these 

viruses relative to existing human CVVs, and their potential 

risks to public health, may justify the need to select and 

develop new human CVVs.  

• Human CVVs are selected and developed for potential use in 

human vaccines to ensure pandemic preparedness and aid in 

ability to produce the human vaccine if needed. 
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OFFLU VCM Contribution 

Latest list of CVVs 

selected for potential 

human pandemic 

preparedness vaccines 

available open-access 

report via WHO website 

 

http://www.who.int/influ

enza/vaccines/virus/char

acteristics_virus_vaccines

/en 



OFFLU Data Contributions 2012-2017  

China H7N9 LPAI emerges 

2.3.4.4 events dominate 

2.3.2.1c spread to Africa and SEA 

2.3.4.4 reported outside CHN 



 

 
• Summarize the global animal virus activity in animal 

populations (e.g. goose/Guangdong H5, H7N9, H9N2). 

• Report on the genetic and antigenic characteristics of 

recent zoonotic related viruses circulating in animals 

relevant to human CVV updates. 

• Contribute to pandemic preparedness through the 

selection and development of new human CVVs, if needed 

• Share viruses that have zoonotic or pandemic potential 

from animals to ensure evaluation by the public health 

sector (eg. clade 2.3.4.4 H5Nx). 

• Help to identify animal influenza viruses with zoonotic 

potential, before spillover occurs. 
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• In order to provide an overview of global animal virus activity,  

and report on the genetic and antigenic characteristics of 

recent zoonotic influenza viruses and related viruses 

circulating in animals relevant to human CVV updates, OFFLU: 

• Coordinates the previous 6 months data for avian influenza 

viruses with pandemic potential (H5, H7, H9) from OIE/FAO 

AI Reference Labs, Regional and National Vet Labs  

– Both non-public and public HA gene sequences are valuable 

– With epidemiological, outbreak and sample metadata where 

available  

– Where analysis has been conducted, sharing of standardised 

clade/lineage ID is extremely helpful 
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• In order to make inferences on antigenic matching to existing 

human CVVs, the antigenic analysis is conducted using a 

WHO-CC GISRS (SJCRH & CDC) reference panel with ferret 

antisera – these reagents are limited in quantity and expensive 

to generate. 

• While HI testing is a routine process for animal health 

laboratories…HI testing using a ferret reference panel is not. 

• Designated OFFLU Reference Labs (AAHL, APHA, IZSVe) have 

this capacity, and because this testing requires virus, sharing 

of virus isolates to these labs allows this data to be 

generated.  
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• Timely confirmation and assistance with advanced 

characterisation of outbreak viruses 

 

• Assistance in collating molecular virus and epidemiological 

data for official notification of disease outbreaks as 

authorised by the origin country (e.g. to national authorities, 

the OIE, GenBank, high-impact publications, etc)  

 

• OFFLU Ref Labs (AAHL, APHA, IZSVe) produce antigenic data 

using WHO standardised antigenic panels for pandemic 

preparedness where viruses are shared 
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• Timely identification of emerging or novel reassortant 

viruses and rapid development of new regional 

diagnostic tests (eg. 2.3.4.4 H5N6 real-time PCR in SEA) 

 

• Recognition and acknowledgement of the country’s 

contribution by the international tripartite organizations 

(WHO/OIE/FAO) & members of the OFFLU Regional 

Network. 
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